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be	uncommon	and	 insignificant,	 recent	studies	challenge	this	 idea.	














whether	a	hybrid	zone	has	been	on	the	move	since	 its	 inception.	 I	
argue	that	historical	hybrid	zone	movement	is	likely	to	be	prevalent	
and	deserves	wider	acknowledgement	in	historical	biogeography.
1  | C AN HYBRID ZONES MOVE—AND WHY 
SHOULD WE C ARE?



























to	 cause	 anthropogenic	 hybrid	 zone	movement	 (Taylor,	 Larson,	 &	
Harrison,	2015).	Hence,	hybrid	zone	movement	could	represent	an	
important	force	in	shaping	past,	present	and	future	distribution	pat-






2  | OPPORTUNITIES AND LIMITATIONS 
FOR HYBRID ZONE MOVEMENT 
ACCORDING TO THE LITER ATURE
Most	hybrid	 zones	 are	 thought	 to	be	 tension	 zones,	 in	which	 the	
fitness	of	 the	hybrids	 is	 lower	 than	 that	of	 the	parents	 (Barton	&	
















However,	 tension	 zone	 theory	 also	 predicts	 that	moving	 hy-
brid	 zones	 easily	 become	 trapped	 at	 population	 density	 troughs	
or	 ecological	 barriers,	 implying	 that	 they	 could	 only	move	 short	
distances	 before	 they	 stabilize	 (Barton	 &	Hewitt,	 1985).	 Even	 a	
considerable	fitness	advantage	of	one	population	over	the	other	
is,	in	theory,	insufficient	to	cause	a	hybrid	zone	to	move	up	a	pop-












mate	 change,	 the	 hybrid	 zone	would	 be	 expected	 to	 follow	 suit	
(Taylor	et	al.,	2015).










     |  3PERSPECTIVE
3  | CONTEMPOR ARY AND HISTORIC AL 
HYBRID ZONE MOVEMENT—WHAT DOES 
THE E VIDENCE SAY?
Unambiguous	evidence	of	hybrid	zone	movement	comes	from	hybrid	
zones	that	have	been	tracked	“live”,	as	researchers	determined	their	




the	 review	paper	by	Buggs,	2007),	particularly	 in	 recent	years	 (e.g.	
Billerman,	Cicero,	Bowie,	&	Carling,	2019;	Leaché,	Grummer,	Harris,	
&	Breckheimer,	2017;	Ryan	et	al.,	2018;	Taylor	et	al.,	2014).	The	com-
monality	 of	 contemporary	 hybrid	 zone	 movement	 seems	 hard	 to	
square	with	a	view	 that	hybrid	zones	are	 relatively	 stable.	Yet,	 the	










prints	 of	 hybrid	 zone	movement”	 the	 most	 promising	 approach	 to	








between	 the	populations	 involved	occurs.	While	 a	 large	number	of	










Taxon Region Evidence Source



























Larus	(gulls) Western	North	America 4 Gay	et	al.	(2008)













TA B L E  1  An	overview	of	studies	
proposing	historical	hybrid	zone	
movement























































     |  5PERSPECTIVE
Although	historical	hybrid	zone	movement	evidently	can	occur,	
its	frequency	is	still	unclear.	I	predict	that	the	limited	examples	pub-
lished	so	 far	will	 turn	out	 to	be	unexceptional,	 and	 that	 long‐term	
hybrid	 zone	 movement	 will	 prove	 to	 be	 more	 common	 than	 cur-
rently	 appreciated.	 This	 prediction	 can	 be	 tested	 by	 hybrid	 zone	
studies	inspecting	genome‐wide	gene	flow.	The	plethora	of	single‐
marker	studies	that	have	revealed	asymmetric	introgression	(Toews	
&	Brelsford,	2012)	 illustrates	that	there	 is	a	rich	testing	ground,	 in	
which	 the	 statistical	 power	 of	 genome‐wide	 datasets	 can	 be	 em-
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